Fig. S2. KEGG analysis of up-regulated or down-regulated proteins.
A. KEGG analysis of all the different expression proteins in different pathways. Q1 represents 0< ratio≤0.5, Q2 represents 0.5 < Ratio≤1/1.5, Q3 represents 1.5 < Ratio ≤2, Q4 represents Ratio >2. B. Pathways associated with the enriched proteins. C. Up-regulated protein enriched pathways. D. Down-regulated protein enriched pathways. 
Fig. S6. PhCHS degradation is mediated by the 26S proteasome system in vivo.
Crude protein of bud scale of "He Xie" after injection of MG132 at different time interval was extracted. Western blot analysis was conducted using an anti-PhCHS antibody and anti-β-actin antibody protein was used as a loading control. The OE and RNAi constructs were injected into the bud scale. Expression levels of PhRING-H2 were examined at 72 h after injection. Control samples were transfected with the empty vector. WT was the wild type. qRT-PCR was conducted using PhACTIN as an internal control.
Values are means + SD of three biological replicates. Asterisks denote significant difference at P<0.05 using Student's t test. Histone-lysine N-methyltransferase, H3 lysine-9 specific 
